Introduction
Pea (Pisum sativum L.) is an important crop grown throughout the world. In India, it is grown mainly as winter vegetable in the plains of North India and as summer vegetable in the hills. Pea is used as fresh vegetable, canned, processed or dehydrated and seeds are consumed as pulse. Green pods are highly nutritive, containing high percentage of digestible protein (7.2%), carbohydrates (19.8%) and minerals (0.8%) (Aykroyd, 1963) . Correlation coefficient is a statistical measure, which is used to find out the degree and direction of relationship between two or more variables. It measures the mutual relationship between various plant characters and determines the component characters on which selection can be exercised for genetic improvement in yield. Path coefficient analysis (Wright, 1921) is an important tool for partitioning the correlation coefficients into direct and indirect effects of independent variables on dependent variable. It has been widely used to identify traits that have significant effect on yield for potential use in
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selection. Keeping in view the study was conducted to find out correlation at genotypic and phenotypic levels and path coefficient analysis for yield and its contributing traits in pea.
Materials and Methods
The present investigation was carried out at Experimental farm, Department of Horticulture, S.K.N. College of Agriculture, Jobner, Rajasthan during rabi 2009-10. the experimental material consisted of twenty diverse pea genotypes namely, AP-1, AP-3, Arkel, VRP-5, VRP-6, VRP-7, VRP-16, . Experiment was laid out in randomized block design with three replications. The seeds were sown at a spacing of 30 cm x 10 cm. Recommended agronomic practices and plant protection measures were followed to maintain optimum plant stand. The observations were recorded on five randomly selected competitive plants from each plot in every replication for the traits viz. plant height (cm), days to first flowering, days to 50 % flowering, days to first fruit setting, days to first pod picking, number of pods per plant, pod length (cm), pod weight (g), number of grains per pod, number of pickings, pod yield per plant (g), pod yield per hectare (q), TSS of green seeds (%) and protein content in pods (%). The data were averaged and statistically analyzed for analysis of variance as per the method suggested by Panse and sukhatme (1995) . The genotypic and phenotypic correlation coefficients were calculated from the genotypic and phenotypic covariances and variances as described by Singh and Choudhary (1977) and as per formula given by Johnson et al., (1955) . The estimates of direct and indirect effect were calculated by the path coefficient analysis as suggested by Wright (1921) and elaborated by Dewey and Lu (1959) at both phenotypic and genotypic levels.
Results and Discussion
The analysis of variance indicated significant differences among the genotypes for all the observed characters which indicated that high amount of genetic variability was present in the genetic material.
The correlation studies revealed that in general estimates of genotypic correlation coefficients were higher than the corresponding phenotypic correlation coefficients, which indicated a strong inherent association among different traits under study ( Table 2 ). The lower phenotypic values might be due to environmental interactions. A significant positive correlation of pod yield per plant was observed with pod weight (0.469), pod length (0.395) and number of grains per pod (0.393) at phenotypic level and with number of grains per pod (0.764), pod length (0.664), pod weight (0.542) and number of pickings (0.377) at genotypic level, which, suggested that these characters could be considered as major green pod yield contributing characters in pea. Similar results were earlier obtained by Chaudhary and Sharma (2003) , Sureja and Sharma (2004) , Choudhary et al., (2004) , Singh and Singh (2005) , Nawab et al., (2008) and Guleria, Chongtham and Dua (2009) .
Pod yield per plant registered significant and negative correlation with days to first flowering (-0.326) and days to first pod picking (-0.369), which, indicated that selection should be practiced for less days to flowering and first fruit setting (earliness). The results were in accordance with the findings of Chaudhary and Sharma (2003) , Choudhary et al., (2004) and Sureja and Sharma (2004) . PH = Plant height (cm), DFF = Days taken to first flowering, 50% F = Days to 50% flowering, DFFS = Days to first fruit setting, DFPP = Days to first pod picking, P/P = Number of pods/plant, PL = Pod length (cm), PW = Pod weight (g), G/P = Number of grains/pod, Pickings = Number of pickings, Y/P = Yield/plant (g), Y/ha = Yield/hectare (q), TSS = T.S.S. of green seeds (%), Protein = Protein content in pods (%). ** Significant at P = 0.01 level of significance * Significant at P = 0.05 level of significance Therefore, it can be concluded that, during selection of high yielding genotypes in pea major emphasis should be given on pod weight, pod length, number of grains per pod, days to first fruit setting and days to first flowering as these are significantly associated with pod yield hense, these characters could be considered reliable indices for selection, to enhance the pod yield.
Path coefficient analysis revealed that, days taken to first pod picking exhibited maximum positive direct effect on green pod yield per plant (2.1131) at genotypic level followed by average pod weight (1.5140), number of pods per plant (1.2720), protein content (0.3887), average number of grains per pod (0.1141), days taken to 50 per cent flowering (0.1137) and average number of pickings (0.0905). The present findings was in close proximately to the earlier work done by Natarajan and Arumugam (1980); Singh et al., (1992) ; and Usmani and Dubey (2007). The highest negative direct effect was exerted by days taken to first flowering, followed by days to first fruit setting, plant height, average pod length and TSS of green seeds. These results were in partial agreement with those of Sureja and Sharma (2004) for appearance of first flower, by Sharma et al., (2007) for TSS and by Sardana et al., (2007) Average number of pickings had positive indirect effect on pod yield through days to first flowering, average pod weight, days to first fruit setting, plant height, protein content and number of grains per pod. Whereas, protein content exerted positive indirect effect via day to first pod picking average pod weight, plant height, number of grains per pod, days to 50 per cent flowering, number of pickings and TSS of green seeds. The residual effect at phenotypic (0.511) and genotypic (-0.358) levels was very low which indicated that the green pod yield per plant was ultimately the result of the traits under study having adequate variability.
Keeping in view the estimates of correlation coefficient and direct and indirect contribution of component traits toward pod yield per plant, indirect selection practices on the basis of days taken to first pod picking, average pod weight, number of pods per plant, protein content, number of grains per pod, days to 50 per cent flowering and number of pickings would be rewarding in the genotypes under study enhancing the pod yield per plant as well as per hectare.
